Raw Sequence Listing Error Summary 



J 



rnn OR detected suggested correction SERUL NUMBER:; 

ATTN: NEW RULES CASES: PLEASE OrSRECARD ENGLISH *-ALPHA" HEADERS. WHICH WERE INSERTED DV PTO SOFTWARE 

1 Wrapped Nuclcics The nu/nbcr/icxt at the end of each line 'Vnippcd" down lo Ihc next line. This may occur if your file 

Wrapped Aminos was rcUicved in a word processor iftcr creating it. Please adjust your right margin to ,3. this will 
prevent "wrapping." 

2 /Invalid Line Length Tlic rules require that a line not exceed 72 characters in length. This includes white specs. 

3 ^ Misaligned Anuno The nunibenng under each 5"^ amino acid is misaligned. Do not use tab codes between numbers; 
Nuinbcring use space characicrs, instead. 

_Non-ASCn The submillcd file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submission is saved in ASCD icxL 

_ Variable Lcn£ll^ ScquaKc(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum nujnbcr of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

Patcnlln 2.0 . A "bug" in Paicntln version 2.0 has caused tlic <220>-<223> section to be missing from amino acid 

" "bug" scquences(s) Normally. Patentin would automatically generate this section from Oic 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section lo 
the subsequent an\ino acid sequence. This appliej to (he mandatory <220>-^23> sections for 
Artificial or UnknOAvn sequences. 

_Skippcd Sequences Scqucncc(s) missing. If inlcntional. please insert the following lines for each skipjxrd sequence: 

(OLD RULES) (2) INPORMATION FOR SEQ ID NO;X; (insert SEQ ID NO where "X" is shovMi) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under Uns hcidmg) 
(xi) SEQUENCE DESCRIPnON:SEQ ID NO:X: (insert SEQ VD NO where "X" is sho^iO 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response lo include tlie skipped scqucjiccs. 

^Skipped Sequences Scqucncc(s) missing. If intentional, please insert the following lines for each skipped sequence. 

"(NEW RULES) <210> sequence id number 
<4()0> sequence id number 

m 



10 



12 



Use of n's or Xaa's 
"(NEW RULES) 



^Invalid <213> 
Response 



Use of<220> 



_Patailln 2.0 
"bug" 



Use of n's and/or Xaa's have been delected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<2 2 3> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa, and wliich residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2I3> responses are: Unknown, AniGcia] Sccjucncc^ or 
scientific name (Ga^us/spccics). <220>-<223> section is required when <213> response is Unknovvn or 
is Artificial Sequence 



Scquencc(s) 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic nulcrial in <220> to <223> section. 
(Sec 'Tcdcral Register," 06/01/1998. Vol. 63. No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "FiJc Manager" or any other manual means lo copy file to floppy disk. 
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SEQUENCE LISTING 





110 



ASAHI KASEI KABUSHIKI KAISHA 



120 
130 



Method of controlling secretion of granules 
ASAHI -3 



Does Not Comply ^ 
Corrected Diskette Needed 



150 
151 



JPlO-274574 
1998-9-29 




160 



210 
211 
212 
213 



282 
DNA 
human 



300 



301 Karel Odink at al . / 

302 Two calcium-binding proteins in infiltrate macrophages ( 
of rheumatoid arthritis ^ 

303 Nature 

304 330 

305 5 

306 80-82 

307 November 1987 

4 00 

atg ttg acc gag ctg gag aaa gcc ttg aac tct ate ate gac gtc tac 48 
Met Leu Thr Glu Leu Glu Lys Ala Leu Asn Ser lie lie Asp Val Tyr 
1 5 10 15 




.SAHI KASEI KABUSHIKI fe^ISHA 



<^il07ASAHI 

\Method of controlling secretion of granules 
ri30yASAHI-3 




oSi 1998-9-29 



JU. 



282 
2121 DNA 
213 human 



301 i Karel Odink et al, 

302/ Two calcium-binding proteins in infiltrate macrophages 
oFrheumatoid arthritis 
53\ Nature 
304y 330 

?305\ 5 ■ " 

306/ 80-82 

^3$y (^ovemb'Srl9§>) f^Oj-l^?'/ 

atg ttg acc gag ctg gag aaa gcc ttg aac tct ate ate gac gtc tac 48 
Met Leu Thr Glu^Leu Glu Lys Ala Leu Asn Ser He Ile'^^scs^ Val Tyr 



10 



15 



cac aag tac tec ctg ata aag ggg aat ttc cat gcc gtc tac agg gat 96 A-^^^t-^^^^^ 
His Lys Tyr Ser Leu He Lys Gly Asn Phe His Ala Val Tyr"^rg Asp 
Q20 25 30 




gac ctg aag aaa ttg eta gag acc gag tgt cet cag tat ate agg aaa 144 
Asp Leu Lys Lys Leu Leu Glu Thr Glu Cys Pro Gin Tyt He Arg Lys 
v^^^JS 40 45 

aag ggt gca gac gtc tgg ttc aaa gag ttg gat ate aac act gat ggt 192 
Lys^ Gly Ala Asp Val Trp Phe Lys Glu Leu Asp^Ple Asn Thr Asp Gly 
V^O^^^^ 55 „ 



gca gtt aac ttc cag gag ttc etc att ctg gtg ata aag atg gge gtq: 240 

y Val 



Ala Val Asn Phe Gin Glu Phe Leu He Leu Val He Lys Met Gly 
(^5 70 75 

gca gcc cac aaa aaa age cat gaa gaa age cac aaa gag tag 282 

Ala Ala His Ly^ Lys Ser His Glu Glu Ser^pis Lys Glu 
/ 85 90 

/ o 1 n 



Mm) 

ta 240 , . 



210 
211 

6* 



345 
DNA 



'213 Ihuman 



301 / Karel Odink et al. 

s^QtJ Two calciiim-binding proteins in infiltrate macrophages 
of rheumatoid arthritis 
Nature 

304 ] 330 

305 / 5 

306/ 80-82 , . 

307/ (^|^^e^I98^ //oU- /f ^/ 



400) ^ 

^ct tgc aaa atg teg cag ctg gaa cgc aac ata gag acc ate ate 

Met Thr Cys Lys Met Ser Gin Leu Glu Arg Asn He Glu Thr lie He 

1 ' r'b 10 15 J) 



48 



96 



aac acc ttc cac caa tac tct gtg aag ctg ggg cac cca gac acc ctg 

Asn Thr Phe His Gin Tyr Ser Val Lys Leu Gly His Pro Asp -Thr Leu 

^,^^20 25 311 

aac cag ggg gaa ttc aaa gag ctg gtg cga aaa gat ctg caa aat ttt 144 

Asn Gin Gly Glu Phe Lys Glu Leu Val Arg Lys Asp Leu Gin Asn Phe 
35 40 45 



1 



etc aag aag gag aat aag aat gaa aag gtc ata gaa cac ate atg gag 192 
Leu Lys Lys Glu Asn Lys Asn Glu Lys Val He Glu His He Met Glu 
50 55 60 



gac ctg gac aea aat gea gac aag cag ctg age ttc gag gag ttc ate 
Asp Leu Asp Thr Asn Ala Asp Lys Gin Leu Ser Phe Glu Glu Phe He 
65 70 75 80 



240 



atg ctg atg gcg agg eta acc tgg gcc tec cac gag aag atg cac gag 288 

Met Leu Met Ala Arg Leu Thr Trp Ala Ser His Glu Lys Met His Glu 
85 90 95 

ggt gac gag ggc ect ggc cac cac eat aag cca gge etc ggg gag ggc 336 
Gly Asp Glu Gly Pro Gly His His His Lys Pro Gly Leu Gly Glu Gly 
100 105 110 



acc ecc taa 
Thr Pro 



345 




Review the Sequence Listing to insure a corresponainH 
1 — n ^^Pf "^t'O" IS presented in die <220> to <223> fields of 
I / each sequence using n or Xaa 



PCIPI/BXfZC/22/6 
Annex VO, pag 



<110> Smith, John; Smithgenc Inc. 

<120> Example of a Sequence Listing 

<130> 01-00001 

<1<0> PCT/EP98/00001 
<K1> 1998-12-31 

<1S0> US 08/999,999 
<1S1> 1997-10-15 

<1C0> < 

<170> Patcntin version 2.0 

<210> 1 

<211> 389 

<212> DNA 

<:213> Paramecium sp. 

<220> 

<221> CDS 

<222> (279) ... (389) 

<300> 

<301> Doe, Richard 

<302> Isolation and Oiarac t or i za t i on of a Gone Encoding a 

Protease from Paramecium sp. 

<303> Journal of Genes 

<304> 1 

<305> 4 

<306> 1-7 

<307> 1988-06-31 

<30B> 1234S6 

<309> 1988-06-31 

<400> 1 

agctgtagcc attcctgtgt ccLciLctct ctgggctict caccccgcLa aicagatccc 
agggagagtg tcttgaccct ccLccgcctc tgcagcccca caggcaggcxi ggcaggcagc 
cgacgcggca accgctggca gtgccacagg ccttccagcc aggcccaggg cgggctccgc 



cgcggcgcgg cggcccctct 



cgcgcccctc tcgcgcccct ctctcgccct cctctcgctc 



pcipimxiiai 

Annex Vll, pa 



Appendix 3. page 2 

g.acccgacc a..t.agcag .ag.ag.ggg cag.ta.c at. gtt tea atg etc a.c 

1 5 

tot tto ttt gtt tgt ttg ttc caa 3ii 

III III r% III IVy lul cll III Phe ?al Cys .ou P.c Cln 



10 



5?i ;s Hi =" "° '-5; - 

25 30 35 



<210> 2 
<211> 37 
<212> PHT 
<213> Paramecium sp. 

Hc^'val sol HOC Phc Scr Leu Sor Phe Lys Trp Pro Gly Phe Cys Leu 
1 ^ 



Phc Val cys Leu Phc Gin Cys Pro Lys Val Leu Pro Cys His Ser Ser 
20 



10 1^ 

jal Lou Pro Cys His 
Is 3 0 



Leu Gin Pro Asn Leu 

<210> 3 

<211> 11 

<212> PRT 

<213> Artificial Sequence 

<223> Designed peptide based on size and polarity to act as a 
linker between the alpha and beta chains of Protein XY.:. 

<400> 3 V ^1 rl 

HOC Val Asn Leu Clu Pro Met His Thr Giu iic 

1 S 10 

<210> 4 

<400> 4 
000 



389 



[Annex VIII foUowsl 



Kcquifcincfus for Applications - OG Djic. 23 Juin; I99S 



|lU[l://v^^ov.usfHo.^ov/u cb/orriccs/com/sot/o^l998/uccl:2 S/poircq; 



J:<Jc^/l L X L JL t: ^ aiiU cnexi d ccuf ipci/iy x /jy x n i. ux /tict l xuri a 6 i>nuw/i xn c/je Luxxowx/iy 
Cable. The numeric identifier shall be used only in the "Sequence 
Listing." The order and presentation of the items of information in the 
"Sequence Listing" shall conform to the arrangement given below. Each 
item of information shall begin on a new line and shall begin with the 
numeric identifier enclosed in angle brackets as shown. The submission 
of those items of information designated with an "M" is mandatory. The 
submission of those items of information designated with an "0" is 
optional. Numeric identifiers <110> through <170> shall only be set 
forth at the beginning of the **Sequence Listing." The following table 
illustrates the numeric identifiers. 



Numeric 
Identi f ier 



Definition 



Comments and 
Format 



Mandatory (M) or 
Optional .(O) 



<110> 



Applicant 



Preferably max. 
of 10 names; 
one name per line; 
preferable .format: 
Surname, Other 
Names and/or 
Initials 



M 



<120> 



Title of 
Invention 



<130> 



File Reference 



Personal file 
re f erence 



M when filed prior 
to assignment of 
appl . number 



<IA0> 



Current Applica- 
tion Number 



Specify as: 

US 07/999, 999 or 

PCT/US96/99999 



M, if available 



<1A1> 



Current Filing 
Date 



Specify as: yyyy-mm-dd M, if available 



<150> 



Prior Application Specify as: 
Number US 07/999,999 or 

PCT/US96/99999 



M, if applicable 
include priority 
documents under 
35 use 119 and 
120 



<151> 



Prior Application Specify as: yyyy-mm-dd 
Filing Date 



if applicable 



<160> 



Number of SEQ ID Count includes 



NOs 



total number of 
SEQ ID NOs 



<170> 



Software 



Name of software used 
to create the 
Sequence Listing 



<210> 



SEQ ID NO: : 



Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



<211> 



Length 



Respond with an integer 
expressing the number 
of bases or amino acid 
res idues 



.:x of 34 



1/29/99 1:53 VM 
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<212> 



Type 



l,^p;//u'^.-^^^^isplo.gov/ucb/olrlCcs/co.n/so!/ot;/l998/u^.ck25/paIrcqrJ 



v;hether presence 
sequence mole- 
cule is DNA, 
RNA, or PRT 
(protein) . If 
a nucleotide 
sequence con- 
tains both DNA 
and RNA frag- 
ments, the 
type shall be 
"DNA. In ad- 
dition, the 
combined DNA/ 
RNA molecule 
shall be further 
described in 
the <220> to 
<223> feature 
section . 



<213> 



Organism 



<220> 



Feature 



Scientific name, 
i.e. Genus/species , 
Unknown or Artifi- 
cial Sequence. In 
addition, the 
"Unknown" or 
"Artificial Se- 
quence" organisms 
shall be further 
described in the 
<220> to <223> 
feature section. 

Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical signi- 
ficance in the 
sequence . 



M, under the 
following condi- 
tions: if "n," 
"Xaa, " or a mod- 
ified or unusual 
L-amino acid or 
modified base was 
used in a se- 
quence; if ORGAN- 
ISM is "Artifi- 
cial Sequence" or 
"Unknown" ; i f 
molecule is 
combined DNA/RNA. 



<221> 



Name/Key 



<222> 



Location 



Provide appropriate 
identifier for 
feature, pre- 
ferably from 
WIPO Standard 
ST. 25 (1998), 
Appendix 2, 
Tables 5 and 6 

Specify location 
within sequence; 
where appropriate 
state number of 
first and last 
bases/amino acids 



M, under the fol- 
lowing conditions:*^ 
if "n, " "Xaa , " or 
a modi f led or un- ' 
usual L-amino 
acid or modified 
base was used in 
a sequence 

M, under the fol- 
lowing conditions: 
i f "n, " "Xaa, " or 
a modified or un- 
usual L-amino ^ 
acid or modi f ied 



'J of 3-1 
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<223> 



Other Infor- 
mation 



in feature 



Other relevant 
informations- 
four lines maximum 



base was used in 
a sequence 

M, under the fol- 
lowing conditions: 
if "n, " "Xaa, " or 
a modified or un- 
usual L-amino acid 
or modi f ied base 
was used in a 
sequence; if 
ORGANISM 
is "Artificial 
Sequence" or . 
"Unknown"; if 
molecule is com- 
bined DNA/RNA. 



<300> 



Publication 
Information 



Leave blank ' 
after <300> 



O 



<301> 



Authors 



Preferably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format : 
Surname, Other 
Names and/or 
Initials 



<302> 
<303> 
<304> 
<305> 
<306> 
<307> 



<300> 



<309> 



<310> 



Title 

Journal 

Volume 

Issue 

Pages 

Date 



Da taba s e 
Access i on 
Numbe r 



Database Entry 
Date 



Patent Document 
Numbe r 



Journal date on which 
data published; 
specify as yyyy-mm- 
dd, KMM-yyyy or 
Season- yyyy 

Accession number 
assigned by data- 
base including 
database name 

Date of entry in 
database; specify 
as yyyy-mm-dd or 
MMM- yyyy 

Document number; 
for patent-type 
citations only. 
Specify as, for 
example, US 
07/999, 999 



O 
O 
O 
O 
O 
O 



1/29/99 I S3 [*M 
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nicMls Tor Applications - OG Dale. 23 June l99d 



liitf) //\^-\ov'.uspto t;oWucb/ofriccs/coiM/soI/og/l99S/wcck2 5/pj|rcqt 



tittii 



<.3ri> 



<312> 



<313> 



<400> 



Patent Filing 
Date 



Publication Date 



Document filing O 
date, for patent- 
type citations only; 
specify as yyyy-mm-dd 

Document publication O • 
date, for 
patent- type 
citations only; 
specify as yyyy-mm-dd 

FROM (position) TO O 
(position) 

SEQ ID NO should . M 

follow the 
numeric identifier 
and should appear 
on the line pre- 
ceding the actual 
sequence 

5. Section 1.824 is revised to read as follows: 

1.824 Form and format for nucleotide and/or amino acid sequence 
submissions in computer readable form. 



Relevant 
Residues 

Sequence 



(a) The computer readable form required by 
following specifications: 



1.821(e) shall meet the 



(1) The computer rcadabTc form shall contain a single ''Sequence Listing" 
as citKer a diskette, series of diskettes, or other permissible media 
outlined in paragraph (c) of this section. 

(2) The "Sequence Listing" in paragraph (a) (1) of this section shall be 
submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats shall be allowed. 

(3) The computer readable form may be created by any means, such as word 
processors, nucleotide/amino acid sequence editors or other custom 
computer programs; however, it shall conform to all specifications 
detailed in this section. 



(4) File compression is acceptable when using diskette media, so long as 
the compressed file is in a sel f -ex t ract i ng format that, will decompress 
on one of the systems described in paragraph (b) of this section. 

(5} Page nurrd:)ering shall not appear within the computer readable form 
version of the "Sequence Listing" file. 

(6) All computer readable forms shall have a label permanently affixed 
thereto on which has been hand-printed or typed; the name of the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, the operating system used, a 
reference number, and an application serial number and filing date, if 
known . 



(b) Computer readable form submissions must meet these format 
requi rements : 

(1) Computer: IBM PC/XT/AT, or compatibles, or Apple Macintosh; 

(2) Operating System: MS-DOS, Unix or Macintosh; 
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